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The above report by Ouzounis and Sander is essen- 
tially a repeat publication of parts of our paper ‘Homol- 
ogy of pyridoxal-5’-phosphate-dependent aminotrans- 
ferases with the cobC (cobalamin synthesis), n&S (nitro- 
gen fixation), pabC @-aminobenzoate synthesis) and 
ma1 Y (abolishing endogenous induction of the maltose 
system) gene products’ which was published in January 
1993 [Mehta, P.K. and Christen, P. (1993) Eur. J. Bio- 
them. 211,373-3761. In their report, which was submit- 
ted for publication in March 1993, Ouzounis and 
Sander cite our paper; however, they refer to it in such 
a misleading way that we feel obliged to publish this 
rectification. 
In our paper we clearly and repeatedly state that the 
n$S gene product is homologous not only with a partic- 
ular aminotransferase but with aminotransferases in 
general. The homology of all aminotransferases, with 
the possible exception of subgroup III comprising D- 
alanine and branched-chain amino acid aminotrans- 
ferase, is reported as unpublished work which in the 
meantime has appeared in print [Mehta, PK., Hale, 
T.I. and Christen, P. (1993) Eur. J. Biochem. 214, 549- 
5611. Ouzounis and Sander write that we only showed 
homology between the n&S gene product and ‘per- 
oxisomal serine-pyruvate aminotransferase from mam- 
mals’. We aligned the sequences of nzjS proteins with 
one sequence of serine aminotransferase to serve as a 
representative of the whole group of aminotransferases. 
Thus, we would like to emphasize again that the nifs 
proteins are not homologous ‘to a new class of pyri- 
doxal phosphate-dependent enzymes’ as claimed by 
Ouzounis and Sander but are homologous to the large 
group of aminotransferases altogether. 
The homology of the nzjYS gene product with isopeni- 
cillin-l\r-epimerase, which is also a pyridoxal-phos- 
phate-dependent enzyme, is mentioned in our paper and 
repeated by Ouzounis and Sander without referring to 
our paper. The homology with putative hydrogenase 
sequences had also been found by us. We refrained from 
mentioning it because the hydrogenase sequences had 
been derived from cDNA the identification of which 
was based solely on the amino acid sequence of an 
11 -residue NH,-terminal protein fragment. The possi- 
bility that the assignment of the cDNA was in error 
seemed to deserve serious consideration. 
Identical scientific results may be obtained by two 
different groups at virtually the same time and be pub- 
lished almost simultaneously. Whenever this situation 
arises it is important, however, that the record is kept 
straight. 
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